Trichoderma aggressivum f. aggressivum (T.a.f.a.) and T. aggressivum f. europeanum (T.a.f.e.) cause green mold disease in the cultivated mushroom (Agaricus bisporus) in North America and Europe, respectively. T.a.f.a. and T.a.f.e. were previously reported as T. harzianum biotypes Th4 and Th2 (Samuels et al., 2002) . The disease is characterized by a rapid infestation of the compost by the pathogen and inhibition of A. bisporus fructification, resulting in serious yield losses worldwide in mushroom production (Ospino-Giraldo et al., 1999) . Various molecular approaches were successfully used to characterize these isolates and distinguish them from non-aggressive Th1 (T. harzianum) and Th3 (T. atroviride) biotypes (Miyazaki et al., 2009; Ospino-Giraldo et al., 1999; Samuels et al., 2002) . Based on Th4 genomic DNA, the polymerase chain reaction (PCR) marker of 444 bp was developed, which was amplified form both aggressive biotypes (Chen et al., 1999) . To distinguish T.a.f.a. and T.a.f.e., the random amplified polymorphic DNA technique was successfully used (Chen et al., 1999; Szczech et al., 2008 (Table 1) . Morphological and molecular studies of the T.a.f.e isolates are described in Szczech et al. (2008) .
DNA was extracted from mycelium grown on malt extract agar according to Aljanabi and Martinez (1997) . The PCR marker Th 444 was visible as a strong band on ethidium bromidestained agarose gels both in T.a.f.a. and T.a.f.e. and was not generated in T. harzianum biotypes Th1 and Th3 (data not shown), because it has been reported by Chen et al. (1999) . Polymorphism in T.a.f.a. and T.a.f.e. was revealed by digestion of Th 444 with the restriction enzyme BseGI (Fermentas, UAB, Lithuania). The specific restriction fragment of 260 bp was informative for the T.a.f.a. reference isolates CBS 100.528 and CBS 450.95 (Fig. 1, Lanes 1 and 17, respectively) , whereas the restriction product of 300 bp was visible in the reference isolates T.a.f.e. CBS 689.96 and CBS 100.526 (Fig. 1 , Lanes 2 and 18, respectively) and all 28 T.a.f.e. Polish isolates (Fig. 1 , Lanes 3 to 16 and 19 to 32). To our knowledge, it is the first example of the reproducible molecular markers that can considerably simplify detection of aggressive biotypes of Trichoderma in compost used in mushroom production. Compost Skierniewice (1ódzkie) z The cultivation was run on the mushroom compost that was made under the controlled fermentation process of the mixture of straw, chicken manure, gypsum, and water. In case of the casing soil, the mixtures of peat (low, medium, and high) with sugar beet lime and chalk were used. y City; in parentheses the region of Poland. Isolates were collected in the years 2004 to 2008. 07, 4-11.02, 5-28.05, 6-7.06, 7-16.11.2A, 8-13.02 .B, 9-29.05.1B, 10-11.04, 11-PGU12, 12-2-P-9.08-4, 13-PGU25, 14-30.01, 15-11.03, 16-27.12.2, 19-19.09.E, 20-11.08 .C, 21-2.02.A, 22-5-0-7.07-9, 23-4-0-9.08-1, 24-3-0-9.08-1, 25-14.12.2C, 26-T4/3.30.03, 27-3-9.08-4, 28-5-0P-7.07-4, 29-1-0P-9.08-3, 30-5.11, 31-5/3.30.03, 32-2-0P-9.08-1. M contains the 100-bp DNA ladder as a molecular size marker.
